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Molecular biomarkers: miRNAs

PREDICTIVE BIOMARKERS OF HAEMATOMA GROWTH?

Extracted from Fatima & Nawaz, 2017.Modified from Hong et al., 2023.



Objective

To evaluate the expression of circulating miRNAs in plasma from ICH patients to identify a

haematoma growth-specific miRNA profile by analysing plasma samples from a screening cohort.

Hypothesis

Plasma-circulating miRNAs analysis will permit the identification of a miRNA expression profile that is 

specific to haematoma growth.

HYPOTHESIS AND OBJECTIVES



Haematoma growth 

(N=7)

Non-haematoma 

growth (N=13)
p-value

Age (years) 76.14 ± 13.17 67.23 ± 13.06 0.164

NIHSS 13 (7 - 22) 8 (5 - 21.5) 0.536

Female sex 3 (42.9) 7 (53.8) 1.000

Intraventricular blood 1 (14.3) 3 (23.1) 1.000

Arterial hypertension 6 (85.7) 11 (84.6) 1.000

Baseline haematoma volume (mL) 43.21 (8.89 - 51.05) 8.78 (4.59 - 17.39) 0.046

Haematoma growth: absolute growth of 6 mL / 33% over initial volume during the first 24 hours.  

RESULTS

Screening cohort

Patients diagnosed of non-traumatic intracerebral haemorrhage of less than 12 hours from symptomatic onset.
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RESULTS

miRNAs Screening

Basal Non-haemolised

plasma samples

Amplification quality

Sample quality Samples > 100 miRNAs

Biogroups quality

180 miRNAs

20 samples

Quality of the data

miRNAs expressed > 70% of each biogroup

Cq confidence >0.6, AMP score >1.1 & Cq <28
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RESULTS

miRNAs as potential biomarkers of haematoma growth



• miR-425-5p and miR-484 have been identified as the optimal endogenous miRNAs for

normalisation of results.

• 15 miRNAs have been identified as potential predictive biomarkers of haematoma growth.

• These results need to be validated in an independent cohort of ICH patients with and without

haematoma growth.

CONCLUSIONS



• 10 Endogenous miRNAs

• 15 potential biomarkers miRNAs

VALIDATIONSCREENING

Selection of the validation cohort 

N= 33 N= 33

ONGOING EXPERIMENTS
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